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Abstract
Immotthia is a poorly known genus that no DNA sequence data are available to ascertain the proper phylogenetic placement with other bitunicate fungi, and only two species are currently accepted in the genus. The
genus is commonly known as an obligate hyperparasite on other fungi (i.e., Annulohypoxylon, Hypoxylon, and Pestalopezia). During our ongoing research study of bambusicolous fungi in Thailand, a fungus
associated with stromata of Hypoxylon sp. was found on dead bamboo culms in Loei Province, Thailand. Preliminary morphological identification revealed that the fungal collection belongs to Immotthia. A novel
species, Immotthia bambusae, is introduced based on a comparison of morphological characteristics with the type specimen of I. hypoxylon (≡ Amphisphaeria hypoxylon Ellis & Everh.), a synonym of I. atrograna
(Cooke & Ellis) M. E. Barr. Multiloci phylogeny of a concatenated ITS, LSU, SSU, and TEF1-a DNA sequence matrix showed that Immotthia belongs to Dictyosporiaceae, Pleosporales. Detailed descriptions,
illustration, and phylogenetic trees to show the placement of the new taxon are provided.

Introduction
Immotthia was introduced by Barr (1987) with I. hypoxylon (Ellis and Everh.) M. E. Barr (≡
Amphisphaeria hypoxylon Ellis and Everh.) as the type species. Through examinations of the type
material of I. hypoxylon and Australian collections of I. atrograna (Cooke and Ellis) M. E. Barr (≡
Sphaeria atrograna Cooke and Ellis), Jaklitsch et al. (2002) concluded that these two taxa are
conspecific. To date, two species are accepted in this genus, viz. I. atrograna and I. atroseptata (Piroz.)
M. E. Barr (Species Fungorum, 2021) based on morphology (Hyde et al., 2017; Doilom et al., 2018).
Immotthia is characterized by small- to medium-sized, globose to subglobose ascomata, forming on
blackened hypostroma, bitunicate, fissitunicate, cylindrical asci, and brown to reddish brown,
ellipsoidal to fusiform, 1-septate, smooth or slightly verrucose ascospores (Hyde et al., 2017;
Hongsanan et al., 2020). The asexual morph of Immotthia has been reported as coelomycetous,
identified as Coniothyrium parasitans (Berk. and Ravenel) Tassi which formed enteroblastic, phialidic,
doliiform to ampulliform, or cylindrical, smooth, hyaline conidiogenous cells bearing brown, ellipsoidal,
smooth, and aseptate conidia (Hyde et al., 2017; Hongsanan et al., 2020). However, the link between
Immotthia and C. parasitans has not yet been proven based on DNA sequence analyses. Immotthia
has been reported as hyperparasites on stromata of Annulohypoxylon, Hypoxylon, and Pestalopezia,
or forms compressed ascostromata on decorticated wood (Pirozynski, 1973; Jaklitsch et al., 2002;
Akulov and Hayova, 2016; Hyde et al., 2017; Hongsanan et al., 2020). Taxonomic placement of
Immotthia is variable because of lack of molecular evidence. In the present study, a fresh collection of
Immotthia is examined and compared with other Immotthia species based on morphological
characteristics. The new collection is described as a novel species in Immotthia and illustrated.
Through DNA sequencing of the fresh material, we also resolved the phylogenetic placement of
Immotthia in Dictyosporiaceae based on maximum likelihood and Bayesian inference analyses.
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Results

Fig. 2 Immotthia atroseptata (DAOM
13900; holotype of Didymosphaeria
atroseptata) and Immotthia hypoxylon
(NY00830041, holotype of
Amphisphaeria hypoxylon).

Fig. 3 Immotthia bambusae (KUN-HKAS
112012, holotype).

Fig. 1 RAxML tree based on a combined ITS,
LSU, SSU and TEF1-α sequence matrix
represented the phylogenetic relationships of
taxa in Dictyosporiaceae.

Conclusion
• Phylogenetic placement of Immotthia is resolved in to Dictyosporiaceae, Pleosporales for the first time.
• This is the first report of Immotthia associated with Hypoxylon stromata on bamboo in Thailand.
• Immotthia is widely distributed from tropical to temperate regions including Austria, Belgium, China, France,
Lithuania, Norway, Poland, Puerto-Rico, Russia, Sweden, Switzerland, Ukraine, USA, and Venezuela
(Pirozynski, 1973; Jaklitsch et al., 2002; Akulov and Hayova, 2016; Hyde et al., 2017; Doilom et al., 2018;
Farr and Rossman, 2021).

• Immotthia does not seem to exhibit a hyperparasitic lifestyle on Hypoxylon, but species of this genus were
also reported as saprobes on various decayed hardwoods (Jaklitsch et al., 2002).

• Immotthia bambusae did not germinate in vitro, suggesting that the species has possibly an obligate
parasitic life mode, which is in agreement with Jaklitsch et al. (2002).
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